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Figure S1: Cytotoxicity dose-response curves. S. cerevisiae cultures were exposed to H 2 O 2 , TBHP, ONOO -, γ-Rad, MMS, EMS, IMS, MNNG, and NMU, and cell survival quantified by a colony-forming assay. Data represents mean ± SD for three biological replicates. Doses producing 80% lethality (LD 80 ) were chosen for studying stress-induced changes in tRNA modification patterns. Figure S2 . Hierarchical clustering analysis of stress-induced changes in tRNA modification levels. The fold-change values from Table S1 for tRNA modifications (rows) from cells exposed to LD 80 doses of the 9 toxicants (columns) were analyzed by hierarchical clustering using the centroid linkage algorithm in Cluster 3.0 following log 2 -transformation of the fold-change data and the heat map representation was produced using Java Treeview, as described elsewhere. 1 The three boxes below the heat map define color-coding used to identify the three treatment conditions: unexposed control, alkylating agent and oxidizing agent. Figure S3 . Loss of Trm140 confers sensitivity to the S N 2 alkylating agents, MMS and EMS. Cultures of wild-type and Δtrm140 mutant S. cerevisiae were exposed to an LD 80 dose of an alkylating agent determined for wild-type cells and cell survival was quantified by a colonyforming assay. Data represent mean ±SD for three biological replicates, with differences between wild-type and mutant cells determined by Student's t-test. 
